Supplementary material to article by E. Uusitalo et al. "Neurofibromatosis Type 1 Gene Mutation Analysis Using Sequence Capture and

High-throughput Sequencing”

Appendix S2
ACKNOWLEDGEMENTS

We thank Eric Legius for fruitful comments. Miso Immonen is
acknowledged for the valuable help with the patient samples,
Paula Pennanen for the help with methodology and Linda Nissi
for the help with confirmation of the found mutations. The
computing resources used in the data analysis were provided
by CSC — IT Center for Science, Espoo, Finland. The Sanger
sequencing was done by DNA Sequencing Service of Turku
Centre for Biotechnology. The Sequencing Initiative Suomi
The SISu project is an international collaboration between
research groups aiming to build tools for genomic medicine.
These groups are generating whole genome and whole exome
sequence data from Finnish samples and provide data resour-
ces for the research community. Key groups of the project are
from UCLA, Michigan University, The Broad Institute of MIT
and Harvard, Oxford University, The Wellcome Trust Sanger
Institute, Lund University, University of Helsinki, University
of Eastern Finland and The Institute of Health and Welfare,
Finland.

Acta Derm Venereol 94



