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Fig. S7. Bacterial composition of human skin

. - b 1507 - HV1 microbiomes on the model. (a) The bacterial composition
scilue "y g 1259 - Hv2 of in vivo microbiomes originating from 2 healthy

100 - volunteers (HV) in a 1-week time period on the model.
o 2 758 Samples were treated with propidium monoazide (PMA)
! é before Illumina sequencing. The bacterial composition
Micrococcus Escherichia/shigella wl did not alter significantly at day 1 compared with day 0;
JanbactE! ACketobacter & 251 however, a change could be observed for HV1 at day 7.
Enly Chr ' 0 . . . . Y v 2w (b) Phylogenetic diversity whole tree of the changes in
Kocuria Rothia 0 1 2 3 4 5 6 7 bpacterial diversity ondays 0, 1 and 7. Bacterial diversity
Srevipa : ' Time (days) remains relatively constant during 1 week on the model.
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