Supplementary material to article by Y. Tan et al. “Nanostring Analysis of Skin Biopsies from Patients with Henoch-Schénlein Purpura Reveals
Genes Associated with Pathology and Heterogeneity in the Disease Process”

6] & o 4 HSPinflamed
> o ! e 4 = A HSP nomals
P
. e CTL inflamed
o
D Q _e%éj o CTL normals
@© 5 A e O
° 3 o
] N oo ° o
<L = 2 : °
8 Ala 5 o,
=) AlA 8 2] A
=3 ° ° o A % o
9 ad 3 Al e O . P i~
2 At a A - o o0 4 > °
A A
°® A
14 Al % o A A
% °® %o
A ° AA
e o
0 T T T T T T
S100A8 S100A9 IL1A IL1B IL6 TNF
Genes

Fig. S3. Dot plots of selected proinflammatory cytokines and genes linked with neutrophil recruitment in Henoch Schonlein purpura
(HSP) patient clusters (HSP-normal and HSP-inflamed) and control (normal skin and control inflammatory) samples. The left-hand panel
shows genes linked with neutrophil recruitment and the right-hand panel shows classical proinflammatory cytokines. Log10 normalized counts were
used. *p adjusted <0.05; **p adjusted <0.01; ***p adjusted <0.001; ****p adjusted <0.0001 using the Bonferroni correction.
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