Supplementary material to article by H. Wang et al. “Longitudinal Changes in Skin Microbiome and Microbes Associated with Change in Skin
Status in Patients with Psoriasis”
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Fig. S1. The top 10 most abundant taxa at different taxonomic levels in patients’ lesional skin, patients’ normal skin and controls’ normal
skin. (a) The top 10 most abundant taxa at the phylum level. (b) The top 10 most abundant taxa at the family level. (c) The top 10 most abundant taxa
at the genus level. (d) The top 10 most abundant taxa at the species level.
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