Supplementary material to article by H. J. Kim et al. “Investigation of Genetic Mutations in High-risk and Low-risk Basal Cell Carcinoma in a
Non-Caucasian Population by Whole Exome Sequencing”
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ol Fig. S2. Per-tumour copy number alterations (CNA) profile. Each line represents a sample, and each column represents a chromosome. Copy
< number (CN) loss indicated in blue, copy number gain indicated in red. BCC: basal cell carcinoma.
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